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AF006464 2666 bp mRNA PRI 15-JUL-1997 

Homo sapiens muscle specific tyrosine kinase receptor (MUSK) mRNA 
complete cds . ' 
AF006464 

AF006464 . 1 GI:2253311 
human. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 2666) 

Valenzuela,D.M., Stitt, T.N. , DiStef ano, P . S . , Rojas,E., Mattsson,K., 
Compton,D.L. , Nunez, L., Park, J. S., Stark, J. L., Gies, D. R. , 
Thomas, S., LeBeau, M. M. , Fernald, A. A. , Copeland, N. G. , Jenkins, N .A. , 
Burden, S. J., Glass, D.J. and Yancopoulos, G . D. 

Receptor tyrosine kinase specific for the skeletal muscle lineage: 
expression in embryonic muscle, at the neuromuscular junction, and 
after injury 

Neuron 15 (3), 573-584 (1995) 
96009854 

2 (bases 1 to 2666) 

Valenzuela, D.M. , Rojas,E. and Yancopoulos , G . D . 
Direct Submission 

Submitted (30-MAY-1997) Discovery Group, Regeneron Pharmaceuticals, 
Inc., 777 Old Saw Mill River Rd., Tarrytown, NY 10591, USA 

Location/Qualifiers 

1. .2666 

/organism="Homo sapiens" 

/db_xref="taxon: 9606" 

/ chromosome="9" 

/map="9q31.3-32" 

1. .2666 

/gene="MUSK" 

47. .2656 

/gene="MUSK" 

/codon_start=l 

/product="muscle specific tyrosine kinase receptor" 
/protein id=" AAB63044 . 1 " 
/db_xref ="GI : 2253312 " 

/translation-"MRELVNIPLVHILTLVAFSGTEKLPKAPVITTPLETVDALVEEV 
ATFMCAVESYPQPEISWTRNKILIKLFDTRYSIRENGQLLTILSVEDSDDGIYCCTAN 
NGVGGAVESCGALQVKMKPKITRPPINVKIIEGLKAVLPCTTMGNPKPSVSWIKGDSP 
LRENSRIAVLESGSLRIHNVQKEDAGQYRCVAKNSLGTAYSKVVKLEVEVFARILRAP 
ESHNVTFGSFVTLHCTATGIPVPTITWIENGNAVSSGSIQESVKDRVIDSRLQLFITK 
PGLYTCIATNKHGEKFSTAKAAATISIAEWSKPQKDNKGYCAQYRGEVCNAVLAKDAL 
VFLNTS YADPEEAQELLVHTAWNELKVVS PVCRPAAEALLCNH I FQECS PG WPTPI P 

ICREYCLAVKELFCAKEWLVMEEKTHRGLYRSEMHLLSVPECSKLPSMHWDPTACARL 
PHLDYNKENLKTFPPMTSSKPSVDIPNLPSSSSSSFSVSPTYSMTVIISIMSSFAIFV 



http://ww.n..7query.fcgi?cmd=Retrieve&db=Nucleotide&li 7/10/01 
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LLTITTLYCCRRRKQWKNKKRESAAVTLTTLPSELLLDRLHPNPMYQRMPLLLNPKLL 
SLEYPRNNIEYVRDIGEGAFGRVFQARAPGLLPYEPFTMVAVKMLKEEASADMQADFQ 
REAALMAEFDNPNIVKLLGVCAVGKPMCLLFEYMAYGDLNEFLRSMSPHTVCSLSHSD 
LSMRAQVSSPGPPPLSCAEQLCIARQVAAGMAYLSERKFVHRDLATRNCLVGENMWK 
IADFGLSRNIYSADYYKANENDAIPIRWMPPESIFYNRYTTESDVWAYGWLWEIFSY 
GLQPYYGMAHEEVIYYVRDGNILSCPENCPVELYNLMRLCWSKLPADRPSFTSIHRIL 



ERMCERAEGTVSV" 
BASE COUNT 713 a 678 c 642 g 633 t 

ORIGIN 

1 tgcgttgtcc agaaggaact tcgtcctgcg tgagcctgga ttaatcatga gagagctcgt 
61 caacattcca ctggtacata ttcttactct ggttgccttc agcggaactg agaaacttcc 
. 121 aaaagctcct gtcatcacca ctcctcttga aacagtggat gccttagttg aagaagtggc 
181 tactttcatg tgtgcagtgg aatcctaccc ccagcctgag atttcctgga ctagaaataa 
241 aattctcatt aaactctttg acacccggta cagcatccgg gagaatgggc agctcctcac 
301 catcctgagt gtggaagaca gtgatgatgg catttactgc tgcacggcca acaatggtgt 
361 gggaggagct gtggagagtt gtggagccct gcaagtgaag atgaaaccta aaataactcg 
421 ccctcccata aatgtgaaaa taatagaggg attaaaagca gtcctaccat gtactacaat 
481 gggtaatccc aaaccatcag tgtcttggat aaagggagac agccctctca gggaaaattc 
541 ccgaattgca gttcttgaat ctgggagctt gaggattcat aacgtacaaa aggaagatgc 
601 aggacagtat cgatgtgtgg caaaaaacag cctcgggaca gcatattcca aagtggtgaa 
661 gctggaagtt gaggtttttg ccaggatcct gcgggctcct gaatcccaca atgtcacctt 
721 tggctccttt gtgaccctgc actgtacagc aacaggcatt cctgtcccca ccatcacctg 
781 gattgaaaac ggaaatgctg tttcttctgg gtccattcaa gagagtgtga aagaccgagt 
841 gattgactca agactgcagc tgtttatcac caagccagga ctctacacat gcatagctac 
901 caataagcat ggggagaagt tcagtactgc caaggctgca gccaccatca gcatagcaga 
961 atggagtaaa ccacagaaag ataacaaagg ctactgcgcc cagtacagag gggaggtgtg 
1021 taatgcagtc ctggcaaaag atgctcttgt ttttctcaac acctcctatg cggaccctga 
1081 ggaggcccaa gagctactgg tccacacggc ctggaatgaa ctgaaagtag tgagcccagt 
1141 ctgccggcca gctgctgagg ctttgttgtg taaccacatc ttccaggagt gcagtcctgg 
1201 agtagtgcct actcctattc ccatttgcag agagtactgc ttggcagtaa aggagctctt 
1261 ctgcgcaaaa gaatggctgg taatggaaga gaagacccac agaggactct acagatccga 
1321 gatgcatttg ctgtccgtgc cagaatgcag caagcttccc agcatgcatt gggaccccac 
1381 ggcctgtgcc agactgccac atctagatta taacaaagaa aacctaaaaa cattcccacc 
1441 aatgacgtcc tcaaagccaa gtgtggacat tccaaatctg ccttcctcct cctcttcttc 
1501 cttctctgtc tcacctacat actccatgac tgtaataatc tccatcatgt ccagctttgc 
1561 aatatttgtg cttcttacca taactactct ctattgctgc cgaagaagaa aacaatggaa 
1621 aaataagaaa agagaatcag cagcagtaac cctcaccaca ctgccttctg agctcttact 
1681 agatagactt catcccaacc ccatgtacca gaggatgccg ctccttctga accccaaatt 
1741 gctcagcctg gagtatccaa ggaataacat tgaatatgtg agagacatcg gagagggagc 
1801 gtttggaagg gtgtttcaag caagggcacc aggcttactt ccctatgaac ctttcactat 
1861 ggtggcagta aagatgctca aagaagaagc ctcggcagat atgcaagcgg actttcagag 
1921 ggaggcagcc ctcatggcag aatttgacaa ccctaacatt gtgaagctat taggagtgtg 
1981 tgctgtcggg aagccaatgt gcctgctctt tgaatacatg gcctatggtg acctcaatga 
2041 gttcctccgc agcatgtccc ctcacaccgt gtgcagcctc agtcacagtg acttgtctat 
2101 gagggctcag gtctccagcc ctgggccccc acccctctcc tgtgctgagc agctttgcat 
2161 tgccaggcag gtggcagctg gcatggctta cctctcagaa cgtaagtttg ttcaccgaga 
III, ttta( 3 ccacc aggaactgcc tggtgggcga gaacatggtg gtgaaaattg ccgactttgg 
2281 cctctccagg aacatctact cagcagacta ctacaaagct aatgaaaacg acgctatccc 
2341 tatccgttgg atgccaccag agtccatttt ttataaccgc tacactacag agtctgatgt 
2401 gtgggcctat ggcgtggtcc tctgggagat cttctcctat ggcctgcagc cctactatgg 
2461 gatggcccat gaggaggtca tttactacgt gcgagatggc aacatcctct cctgccctga 
2521 gaactgcccc gtggagctgt acaatctcat gcgtctatgt tggagcaagc tgcctgcaga 
2581 cagacccagt ttcaccagta ttcaccgaat tctggaacgc atgtgtgaga gggcagaggg 
2641 aactgtgagt gtctaaggtt gaagac 
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E 1* NM 005592 Homo sa P iens muscle, skeletal, Protein, Related Sequences^!^ 

' receptor tyrosine kinase 

(MUSK), mRNA 
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NM_005592 2666 bp mRNA PRI 01-NOV-2000 

Homo sapiens muscle, skeletal, receptor tyrosine kinase (MUSK) , 



mRNA 
NM_005592 
NM 005592 



gene 



CDS 



1 GI:5031926 



human. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
1 (bases 1 to 2666) 

Valenzuela, D.M. , Rojas,E. and Yancopoulos, G. D. 

Homo sapiens muscle, skeletal, receptor tyrosine kinase (MUSK) mRNA 
Unpublished 

PROVISIONAL REFSEO: This record has not yet been subject to final 
NCBI review. The reference sequence was derived from AF006464 . 1 . 

Location/Qualif iers 

1. .2666 

/organism="Homo sapiens" 

/db_xr e f = " t axon : 9 6 0 6 " 

/chromosome="9" 

/map="9q31.3-q32" 

1. .2666 

/gene="MUSK" 

/db_xr e f = " Locus I D : 4593 " 

/ db_xr e f = "MIM : 601296 " 

47. .2656 

/gene="MUSK" 

/note="Receptor tyrosine kinase MuSK" 

/codon_start=l 

/ db_xr e f = " Locus I D : 4593 " 

/db_xref="MIM: 601296" 

/product="muscle, skeletal, receptor tyrosine kinase" 
/protein id=" NP_005583. 1 " 
/db_xref="GI : 5031927" 

/ translation="MRELVNIPLVHILTLVAFSGTEKLPKAPVITTPLETVDALVEEV 
ATFMCAVES YPQPEI SWTRNKI LI KLFDTRYS I RENGQLLTI LS VEDSDDGI YCCTAN 
NGVGGAVESCGALQVKMKPKITRPPINVKIIEGLKAVLPCTTMGNPKPSVSWIKGDSP 
LRENSRIAVLESGSLRIHNVQKEDAGQYRCVAKNSLGTAYSKVVKLEVEVFARILRAP 
ESHNVTFGSFVTLHCTATGIPVPTITWIENGNAVSSGSIQESVKDRVIDSRLQLFITK 
PGLYTCIATNKHGEKFSTAKAAATISIAEWSKPQKDNKGYCAQYRGEVCNAVLAKDAL 
VFLNTSYADPEEAQELLVHTAWNELKWSPVCRPAAEALLCNHIFQECSPGWPTPIP 
ICREYCLAVKELFCAKEWLVMEEKTHRGLYRSEMHLLSVPECSKLPSMHWDPTACARL 
PHLDYNKENLKTFPPMTSSKPSVDIPNLPSSSSSSFSVSPTYSMTVIISIMSSFAIFV 
LLTITTLYCCRRRKQWKNKKRESAAVTLTTLPSELLLDRLHPNPMYQRMPLLLNPKLL 
SLEYPRNNIEYVRDIGEGAFGRVFQARAPGLLPYEPFTMVAVKMLKEEASADMQADFQ 
REAALMAEFDNPNIVKLLGVCAVGKPMCLLFEYMAYGDLNEFLRSMSPHTVCSLSHSD 
LSMRAQVSSPGPPPLSCAEQLCIARQVAAGMAYLSERKFVHRDLATRNCLVGENMVVK 
IADFGLSRNIYSADYYKANENDAIPIRWMPPESIFYNRYTTESDVWAYGWLWEIFSY 



http://ww.n.../query^ 7/10/01 
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variation 



BASE COUNT 
ORIGIN 

1 



713 



GLQP Y YGMAHEEVI YYVRDGN I LSC PENCPVEL YNLMRLCWS KLPADRPS FTSIHRIL 
ERMCERAEGTVS V " 
173. .364 

/note="IG; Region: Immunoglobulin" 
443. .637 

/note="IG; Region: Immunoglobulin" 
722. . 913 

/note=" IG; Region : Immunoglobulin" 
974. .1387 

/note="Fz; Region: Fz domain" 
1769. .2605 

/note="pkinase; Region: Eukaryotic protein kinase domain" 
1769. .2614 

/note="TyrKc; Region: Tyrosine kinase, catalytic domain" 
1772. .2593 

/note="S_TKc; Region: Serine/Threonine protein kinases, 

catalytic domain" 

2531 

/allele="T" 
/allele="G" 

/db_xref="dbSNP: 578430 " 
a 678 c 642 g 633 t 



tgcgttgtcc 
61 caacattcca 
121 aaaagctcct 
181 tactttcatg 
241 aattctcatt 
301 catcctgagt 
361 gggaggagct 
421 ccctcccata 
481 gggtaatccc 
541 ccgaattgea 
601 aggacagtat 
661 gctggaagtt 
721 tggctccttt 
781 gattgaaaac 
841 gattgactca 
901 caataagcat 
961 atggagtaaa 
1021 taatgcagtc 
1081 ggaggcccaa 
1141 ctgccggcca 
1201 agtagtgcct 
1261 ctgcgcaaaa 
1321 gatgeatttg 
1381 ggcctgtgcc 
1441 aatgaegtec 
1501 cttctctgtc 
1561 aatatttgtg 
1621 aaataagaaa 
1681 agatagactt 
1741 gctcagcctg 
1801 gtttggaagg 
1861 ggtggcagta 
1921 ggaggcagee 
1981 tgctgtcggg 
2041 gttcctccgc 
2101 gagggctcag 
2161 tgccaggcag 
2221 tttagccacc 
2281 cctctccagg 
2341 tatccgttgg 
2401 gtgggcctat 



agaaggaact 
ctggtacata 
gtcatcacca 
tgtgcagtgg 
aaactctttg 
gtggaagaca 
gtggagagtt 
aatgtgaaaa 
aaaccatcag 
gttcttgaat 
cgatgtgtgg 
gaggtttttg 
gtgaccctgc 
ggaaatgctg 
agactgeage 
ggggagaagt 
ccacagaaag 
ctggcaaaag 
gagctactgg 
getgetgagg 
actcctattc 
gaatggctgg 
ctgtccgtgc 
agactgccac 
teaaagecaa 
tcacctacat 
cttcttacca 
agagaatcag 
catcccaacc 
gagtatccaa 
gtgtttcaag 
aagatgetea 
ctcatggcag 
aagccaatgt 
agcatgtccc 
gtctccagcc 
gtggcagctg 
aggaactgee 
aacatctact 
atgccaccag 
ggcgtggtcc 



tcgtcctgcg 

ttcttactct 

ctcctcttga 

aatcctaccc 

acacccggta 

gtgatgatgg 

gtggagccct 

taatagaggg 

tgtcttggat 

ctgggagctt 

caaaaaacag 

ccaggatcct 

actgtacagc 

tttcttctgg 

tgtttatcac 

teagtactge 

ataacaaagg 

atgctcttgt 

tccacacggc 

ctttgttgtg 

ecatttgeag 

taatggaaga 

cagaatgeag 

atctagatta 

gtgtggacat 

actccatgac 

taactactct 

cagcagtaac 

ccatgtacca 

ggaataacat 

caagggcacc 

aagaagaagc 

aatttgacaa 

gcctgctctt 

ctcacaccgt 

ctgggccccc 

gcatggctta 

tggtgggcga 

cagcagacta 

agtccatttt 

tctgggagat 



tgagcctgga 

ggttgccttc 

aacagtggat 

ccagcctgag 

cagcatccgg 

catttactgc 

gcaagtgaag 

attaaaagca 

aaagggagac 

gaggattcat 

cctcgggaca 

gcgggctcct 

aacaggcatt 

gtccattcaa 

caagecagga 

caaggctgea 

ctactgcgcc 

ttttctcaac 

ctggaatgaa 

taaccacatc 

agagtactgc 

gaagacccac 

caagcttccc 

taacaaagaa 

tccaaatctg 

tgtaataatc 

etattgetge 

cctcaccaca 

gaggatgecg 

tgaatatgtg 

aggcttactt 

cteggcagat 

ccctaacatt 

tgaatacatg 

gtgcagcctc 

acccctctcc 

cctctcagaa 

gaacatggtg 

ctacaaagct 

ttataacege 

cttctcctat 



ttaatcatga 
ageggaactg 
gccttagttg 
atttcctgga 
gagaatgggc 
tgcacggcca 
atgaaaccta 
gtcctaccat 
agccctctca 
aacgtacaaa 
gcatattcca 
gaatcccaca 
cctgtcccca 
gagagtgtga 
ctctacacat 
gccaccatca 
cagtacagag 
acctcctatg 
ctgaaagtag 
ttccaggagt 
ttggcagtaa 
agaggactct 
ageatgeatt 
aacctaaaaa 
ccttcctcct 
tccatcatgt 
cgaagaagaa 
ctgccttctg 
ctccttctga 
agagacatcg 
ccctatgaac 
atgeaagegg 
gtgaagctat 
gcctatggtg 
agtcacagtg 
tgtgctgagc 
cgtaagtttg 
gtgaaaattg 
aatgaaaacg 
tacactacag 
ggcctgcagc 



gagagctcgt 

agaaacttcc 

aagaagtggc 

ctagaaataa 

agctcctcac 

acaatggtgt 

aaataactcg 

gtactacaat 

gggaaaattc 

aggaagatgc 

aagtggtgaa 

atgtcacctt 

ccatcacctg 

aagaccgagt 

gcatagctac 

gcatagcaga 

gggaggtgtg 

cggaccctga 

tgagcccagt 

gcagtcctgg 

aggagctctt 

acagatccga 

gggaccccac 

cattcccacc 

cctcttcttc 

ccagctttgc 

aacaatggaa 

agctcttact 

accccaaatt 

gagagggagc 

ctttcactat 

actttcagag 

taggagtgtg 

acctcaatga 

acttgtctat 

agetttgeat 

ttcaccgaga 

ccgactttgg 

acgctatccc 

agtctgatgt 

cctactatgg 



http://www.ii. . ./query .fcgi?cmd=Retrieve&db=Nucleotide&list_uids=503 1 926&dopt=GenBan 7/1 0/0 1 
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// 



2461 gatggcccat gaggaggtca tttactacgt gcgagatggc aacatcctct cctgccctga 
2521 gaactgcccc gtggagctgt acaatctcat gcgtctatgt tggagcaagc tgcctgcaga 
2581 cagacccagt ttcaccagta ttcaccgaat tctggaacgc atgtgtgaga gggcagaqqq 
2641 aactgtgagt gtctaaggtt gaagac 
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□ 1: U34985 ^SLgJ^f 55 PubM ed, Protein, Related Sequences, Genome, Taxonomy, OMIM, LinkOut 

tyrosine kinase 
receptor MuSK 
mRNA, complete cds 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



REFERENCE 
AUTHORS 



TITLE 



JOURNAL 
MEDLINE 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 

CDS 



RNU34985 2855 bp mRNA ROD 29-FEB-1996 

R dk^ US nor y e 9 icus muscle-specific tyrosine kinase receptor MuSK 
mRNA, complete cds. 

U34985 

U34985.1 GI;1015391 

Norway rat . 
Rattus norveq icus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Rodentia; Sciurognathi; Muridae; Murinae • 
Rattus . 

1 (bases 1 to 2855) 

?Sin? ZUe J a ; D ' M M' Stitt ' T - N " DiStefan 0/ P.S. f Rojas,E., Mattsson,K., 
Compton,D.L., Nunez, L., Park, J. S., Stark, J. L., Gies, D. R. , 
Thomas, S. , LeBeau,M.M., Fernald, A. A. , Copeland, N . G. , Jenkins, N. A. , 
Burden, S. J., Glass, D.J. and Yancopoulos , G . D . 

Receptor tyrosine kinase specific for the skeletal muscle lineaqe- 
expression m embryonic muscle, at the neuromuscular junction, and 
after injury 

Neuron 15 (3), 573-584 (1995) 
96009854 

2 (bases 1 to 2855) 
Valenzuela, D.M. 
Direct Submission 

Submitted (28-AUG-1995) David M. Valenzuela, Discovery Group 
Regeneron Pharmaceuticals Inc., 777 Old Saw Mill River Rd 
Tarrytown, NY 10591, USA 

Location/Qualifiers 
1. .2855 

/organism="Rattus norvegicus" 
/db_xref="taxon: 10116" 
121. .2727 

/codon_start=l 

/product="muscle-specific tyrosine kinase receptor MuSK" 
/protein id=" AAA90956 . 1 " 
/db_xref="GI: 1015392" 

/translation="MRELVNIPLLQMLTLVAFSGTEKLPKAPVITTPLETVDALVEEV 
ATFMCAVESYPQPEISWTRNKILIKLFDTRYSIRENGQLLTILSVEDSDDGIYCCTAN 
NGVGGAVESCGALQVKMKPKITRPPINVKIIEGLKAVLPCTTMGNPKPSVSWIKGDSA 
LRENSRIAVLESGSLRIHNVQKEDAGQYRCVAKNSLGTAYSKLVKLEVEVFARILRAP 
ESHNVTFGSFVTLRCTAIGMPVPTISWIENGNAVSSGSIQENVKDRVIDSRLQLFITK 
PGLYTCIATNKHGEKFSTAKAAATVSIAEWSKSQKESKGYCAQYRGEVCDAVLVKDSL 
VFFNTSYPDPEEAQELLIHTAWNELKAVSPLCRPAAEALLCNHLFQECSPGVLPTPMP 
ICREYCLAVKELFCAKEWLAMEGKTHRGLYRSGMHFLPVPECSKLPSMHQDPTACTRL 
PYLDYKKENITTFPSITSSKPSVDIPNLPASTSSFAVSPAYSMTVIISIMSCFAVFAL 
LTITTLYCCRRRREWKNKKRESAAVTLTTLPSELLLDRLHPNPMYQRMPLLLNPKLLS 



http://www.n.../q^ 7/1Q/()1 



LEYPRNNIEYVRDIGEGAFGRVFQARAPGLLPYEPFTMVAVKMLKEEASADMQADFOR 
EAALMAEFDNPNIVKLLGVCAVGKPMCLLFEYMAYGDLNEFLRSMSPHTVCSLSHSDL 
STRARVSSPGPPPLSCAEQLCIARQVAAGMAYLSERKFVHRDLATRNCLVGENMWKI 
ADFGLSRNIYSADYYKADGNDAIPIRWMPPESIFYNRYTTESDVWAYGWLWEIFSYG 
LQPYYGMAHEEVIYYVRDGNILACPENCPLELYNLMRLCWSKLPADRPSFCSIHRILQ 

BAS^COUNT 723 a 8 *^ 721 g 656 t 4 others 

1 caaacagtca ttagtggacg actctattgt aataaactgt gctttaaaat gtaaaccagg 
61 gagcgttttt tttcctcaca ttgtccagaa gcaacctttc ttcctgagcc tggattaatc 
121 atgagagagc tcgtcaacat tccactgtta cagatgctca ccctggttgc cttcagcggg 
181 accgagaaac ttccaaaagc ccctgtcatc accacgcctc ttgaaactgt agatgcctta 
241 gttgaagaag tggcgacttt catgtgcgcc gtggaatcct accctcagcc tgaaatttct 
301 tggaccagaa ataaaattct catcaagctg tttgacaccc gctacagcat ccgagagaac 
361 ggtcagctcc tcaccatcct gagtgtggag gacagtgatg atggcatcta ctgctgcaca 
Jr} 9 g ? gtgggagg ^^gtggaa agttgtggcg ccctgcaagt gaagatgaag 

481 cctaaaataa ctcgtcctcc catcaatgta aaaataattg agggattgaa agcagt^cta 
541 ccgtgcacta cgatgggtaa ccccaagcca tccgtgtcct ggattaaggg ggacagtgct 
601 ctcagggaaa attccaggat tgcagttctt gaatctggga gtttaaggat ccataatqtg 
661 caaaaggaag acgcaggaca gtaccgatgt gtggcaaaaa acagcctggg cacagcttac 
721 tccaaactgg tgaagctgga agtggaggtt tttgcaagaa tcctgcgtgc tcctgaatcc 
781 cacaatgtca cctttggttc ctttgtaacc ctacgctgca cagcaatagg catgcctgtc 
841 cccaccatca gctggattga aaacggaaat gctgtttctt caggttccat tcaagagaat 
901 gtgaaagacc gagtgattga ctcaagactc cagctcttta tcacaaagcc aggactctac 
961 acatgcatag ctaccaataa gcatggagag aaattcagta ccgcaaaggc tgcagccact 
1021 gtcagtatag cagaatggag caaatcacag aaagaaagca aaggctactg tgcccagtac 
1081 agaggggagg tgtgtgatgc cgtcctggtg aaagactctc ttgtcttctt caacacctcc 
tit} ta tcccgacc ctgaggaggc ccaagagctg ctgatccaca ctgcgtggaa tgaactcaag 
1201 gctgtgagcc cactctgccg accagctgcc gaggctctgc tgtgtaatca cctcttccag 
1261 gagtgcagcc ctggagtgct acctactcct atgcccattt gcagagagta ctgcttggca 
1321 gtaaaggagc tcttctgtgc aaaggaatgg ctggcaatgg aagggaagac ccaccgcgga 
1381 ctctacagat ccgggatgca tttcctcccg gtcccggagt gcagcaagct tcccagcatg 
1441 caccaggacc ccacagcctg cacaagactg ccgtatttag attataaaaa agaaaacata 
1501 acaacattcc cgtccataac gtcctccaag ccgagcgtgg acattccaaa cctgcctgcc 
1561 tccacgtctt ccttcgccgt ctcgcctgcg tactccatga ctgtcatcat ctccatcatg 
1621 tcctgctttg cggtgtttgc tctcctcacc atcactactc tctattgctg ccgaaggagg 
1681 agagagtgga aaaataagaa aagagagtcg gcagcggtga ccctcaccac attgccttcc 
1741 gagctcctgc tggacaggct gcatcccaac cccatgtacc agaggatgcc actccttctg 
1801 aatcccaagt tgctcagcct ggagtatccg aggaataaca tcgagtatgt cagagacatc 
1861 ggagagggag cgtttggaag ggtctttcaa gcgagggccc caggcttgct tccttatgaa 
1921 cccttcacta tggtggctgt gaagatgctg aaggaggagg cctccgcaga tatgcaggca 
III] 5 actfc tcaga gggaggcagc cctcatggcg gagtttgaca accccaacat tgtgaagctc 
2041 ttaggtgtgt gtgctgttgg gaagccaatg tgcctgctct ttgaatatat ggcctatggt 
2101 gacctcaatg agttcctccg aagcatgtcc cctcacactg tgtgcagcct cagccacagt 
2161 gacctgtcca cgagggctcg ggtgtccagc cctggtcctc cacccctgtc ttgtgcggaa 
oil] Cagct ^ fc 9 ta ttgccaggca agtggcagct ggcatggcct acctgtcgga gcgcaaqttt 
2281 gtccatcggg acttagctac caggaactgc ctggttggag agaacatggt ggtgaaaatt 
2341.gcagactttg gcctctctag gaacatctac tccgcagact actacaaagc tgatggaaac 
2401 gatgctatac ctatccgctg gatgccaccc gagtctatct tctacaaccg ctacaccacg 
2461 gagtcagatg tgtgggctta tggcgtggtc ctctgggaga tcttctccta tggactgcaq 
2521 ccctactatg gaatggccca tgaggaggtc atttactatg tgagagatgg taacatcctt 
2581 gcctgccctg agaactgtcc cttggaactg tacaacctta tgcgcctatg ttggagcaag 
2641 ctgcctgcag acagacccag cttctgcagt atccaccgga tcctgcagcg catgtgcgag 
2701 agagcagagg gaacggtagg cgtctaaggt tgaccatgct caaacaacac ccaggagqat 
III] Ctt "f ga ^ tgcgagctgg agggatccta aagcagaggg cgnataagnn cagataggaa 
^ 2821 gagtttatct caggcagcac gtncagttgg ttgtt 
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□ J- ]STM 005592 ^ omo sapiens muscle, skeletal, Protein, Related Sequences, Taxonomy, OMIM, LinkOut 



receptor tyrosine kinase 
(MUSK), mRNA 



LOCUS NM_005592 2666 bp mRNA PRI 01-NOV-2000 

DEFINITION Homo sapiens muscle, skeletal, receptor tyrosine kinase (MUSK) , 
mRNA. 

ACCESSION NM_005592 

VERSION NM_005592.1 GI: 5031926 

KEYWORDS 

SOURCE human. 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 2666) 

AUTHORS Valenzuela, D.M. , Rojas,E. and Yancopoulos, G. D. 

TITLE Homo sapiens muscle, skeletal, receptor tyrosine kinase (MUSK) mRNA 
JOURNAL Unpublished 
COMMENT PROVISIONAL REFSEQ: This record has not yet been subject to final 

NCBI review. The reference sequence was derived from AF0Q6464 . 1 . 
FEATURES Location/Qualifiers 
source 1 . .2666 

/organism="Homo sapiens" 
/db_xref ="taxon : 9606" 
/chromosome="9" 
/map="9q31.3-q32" 
gene 1. .2666 

/gene="MUSK" 
/db__xref-"LocusID:4593" 
/db_xref="MIM: 601296 " 
CDS 47. .2656 

/gene="MUSK" 

/note="Receptor tyrosine kinase MuSK" 

/codon_start=l 

/db_xr e f= " Locus I D : 4593 " 

/db_xref ="MIM : 601296 " 

/product="muscle, skeletal, receptor tyrosine kinase" 

/protein_id=" NP_005583.1 " 

/db_xref="GI: 5031927" 

/translation="MRELVNIPLVHILTLVAFSGTEKLPKAPVITTPLETVDALVEEV 
ATFMCAVESYPQPEISWTRNKILIKLFDTRYSIRENGQLLTILSVEDSDDGIYCCTAN 
NGVGGAVESCGALQVKMKPKITRPPINVKIIEGLKAVLPCTTMGNPKPSVSWIKGDSP 
LRENSRIAVLESGSLRIHNVQKEDAGQYRCVAKNSLGTAYSKWKLEVEVFARILRAP 
ESHNVTFGSFVTLHCTATGIPVPTITWIENGNAVSSGSIQESVKDRVIDSRLQLFITK 
PGLYTCIATNKHGEKFSTAKAAATISIAEWSKPQKDNKGYCAQYRGEVCNAVLAKDAL 
VFLNTSYADPEEAQELLVHTAWNELKWSPVCRPAAEALLCNHIFQECSPGWPTPIP 
ICREYCLAVKELFCAKEWLVMEEKTHRGLYRSEMHLLSVPECSKLPSMHWDPTACARL 
PHLDYNKENLKTFPPMTSSKPSVDIPNLPSSSSSSFSVSPTYSMTVIISIMSSFAIFV 
LLTITTLYCCRRRKQWKNKKRESAAVTLTTLPSELLLDRLHPNPMYQRMPLLLNPKLL 
SLEYPRNNIEYVRDIGEGAFGRVFQARAPGLLPYEPFTMVAVKMLKEEASADMQADFQ 
REAALMAEFDNPNIVKLLGVCAVGKPMCLLFEYMAYGDLNEFLRSMSPHTVCSLSHSD 
LSMRAQVSSPGPPPLSCAEQLCIARQVAAGMAYLSERKFVHRDLATRNCLVGENMWK 
I ADFGLSRNI YSADYYKANENDAI PI RWMPPESI FYNRYTTESDVWAYGWLWEI FSY 
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variation 



BASE COUNT 713 
ORIGIN 

1 tgcgttgtcc 
61 caacattcca 
121 aaaagctcct 
181 tactttcatg 
241 aattctcatt 
301 catcctgagt 
361 gggaggagct 
421 ccctcccata 
481 gggtaatccc 
541 ccgaattgea 
601 aggacagtat 
661 gctggaagtt 
721 tggctccttt 
781 gattgaaaac 
841 gattgactca 
901 caataagcat 
961 atggagtaaa 
1021 taatgcagtc 
1081 ggaggcccaa 
1141 ctgccggcca 
1201 agtagtgcct 
1261 ctgcgcaaaa 
1321 gatgeatttg 
1381 ggcctgtgcc 
1441 aatgaegtec 
1501 cttctctgtc 
1561 aatatttgtg 
1621 aaataagaaa 
1681 agatagactt 
1741 gctcagcctg 
1801 gtttggaagg 
1861 ggtggcagta 
1921 ggaggcagee 
1981 tgctgtcggg 
2041 gttcctccgc 
2101 gagggctcag 
2161 tgccaggcag 
2221 tttagccacc 
2281 cctctccagg 
2341 tatccgttgg 
2401 gtgggcctat 



GLQPYYGMAHEEVIYYVRDGNILSCPENCPVELYNLMRLCWSKLPADRPSFTSIHRIL 
ERMCERAEGTVSV " 

173. .364 

/note="IG; Region: Immunoglobulin" 
443. .637 

/note="IG; Region: Immunoglobulin" 
722. .913 

/note="IG; Region: Immunoglobulin" 
974. .1387 

/note="Fz; Region: Fz domain" 
1769. .2605 

/note="pkinase; Region: Eukaryotic protein kinase domain" 
1769. .2614 

/note="TyrKc; Region: Tyrosine kinase, catalytic domain" 
1772. .2593 

/note="S_TKc; Region: Serine/Threonine protein kinases, 

catalytic domain" 

2531 

/allele="T" 
/allele="G" 

/db_xre f= "dbSNP : 578430 " 
i 678 c 



agaaggaact 

ctggtacata 

gtcatcacca 

tgtgcagtgg 

aaactctttg 

gtggaagaca 

gtggagagtt 

aatgtgaaaa 

aaaccatcag 

gttcttgaat 

cgatgtgtgg 

gaggtttttg 

gtgaccctgc 

ggaaatgctg 

agactgeage 

ggggagaagt 

ccacagaaag 

ctggcaaaag 

gagctactgg 

getgetgagg 

actcctattc 

gaatggctgg 

ctgtccgtgc 

agactgccac 

teaaagecaa 

tcacctacat 

cttcttacca 

agagaatcag 

catcccaacc 

gagtatccaa 

gtgtttcaag 

aagatgetea 

ctcatggcag 

aagccaatgt 

agcatgtccc 

gtctccagcc 

gtggcagctg 

aggaactgee 

aacatctact 

atgccaccag 

ggcgtggtcc 



642 g 

tcgtcctgcg 

ttcttactct 

ctcctcttga 

aatcctaccc 

acacccggta 

gtgatgatgg 

gtggagccct 

taatagaggg 

tgtcttggat 

ctgggagctt 

caaaaaacag 

ccaggatcct 

actgtacagc 

tttcttctgg 

tgtttatcac 

teagtactge 

ataacaaagg 

atgctcttgt 

tccacacggc 

ctttgttgtg 

ecatttgeag 

taatggaaga 

cagaatgeag 

atctagatta 

gtgtggacat 

actccatgac 

taactactct 

cagcagtaac 

ccatgtacca 

ggaataacat 

caagggcacc 

aagaagaagc 

aatttgacaa 

gcctgctctt 

ctcacaccgt 

ctgggccccc 

gcatggctta 

tggtgggcga 

cagcagacta 

agtccatttt 

tctgggagat 



633 t 

tgagcctgga 

ggttgccttc 

aacagtggat 

ccagcctgag 

cagcatccgg 

catttactgc 

gcaagtgaag 

attaaaagca 

aaagggagac 

gaggattcat 

cctcgggaca 

gcgggctcct 

aacaggcatt 

gtccattcaa 

caagecagga 

caaggctgea 

ctactgcgcc 

ttttctcaac 

ctggaatgaa 

taaccacatc 

agagtactgc 

gaagacccac 

caagcttccc 

taacaaagaa 

tccaaatctg 

tgtaataatc 

etattgetge 

cctcaccaca 

gaggatgecg 

tgaatatgtg 

aggcttactt 

cteggcagat 

ccctaacatt 

tgaatacatg 

gtgcagcctc 

acccctctcc 

cctctcagaa 

gaacatggtg 

ctacaaagct 

ttataacege 

cttctcctat 



ttaatcatga 
ageggaactg 
gccttagttg 
atttcctgga 
gagaatgggc 
tgcacggcca 
atgaaaccta 
gtcctaccat 
agccctctca 
aacgtacaaa 
gcatattcca 
gaatcccaca 
cctgtcccca 
gagagtgtga 
ctctacacat 
gccaccatca 
cagtacagag 
acctcctatg 
ctgaaagtag 
ttccaggagt 
ttggcagtaa 
agaggactct 
ageatgeatt 
aacctaaaaa 



gagagctcgt 
agaaacttcc 
aagaagtggc 
ctagaaataa 
agctcctcac 
acaatggtgt 
aaataactcg 
gtactacaat 
gggaaaattc 
aggaagatgc 
aagtggtgaa 
atgtcacctt 
ccatcacctg 
aagaccgagt 
gcatagctac 
gcatagcaga 
gggaggtgtg 
cggaccctga 
tgagcccagt 
gcagtcctgg 
aggagctctt 
acagatccga 
gggaccccac 
cattcccacc 



ccttcctcct cctcttcttc 
tccatcatgt ccagctttgc 
cgaagaagaa aacaatggaa 
ctgccttctg agctcttact 
ctccttctga accccaaatt 
agagacatcg 
ccctatgaac 
atgeaagegg 
gtgaagctat 
gcctatggtg 
agtcacagtg 
tgtgctgagc 
cgtaagtttg 
gtgaaaattg 
aatgaaaacg 
tacactacag 
ggcctgcagc 



gagagggagc 
ctttcactat 
actttcagag 
taggagtgtg 
acctcaatga 
acttgtctat 
agetttgeat 
ttcaccgaga 
ccgactttgg 
acgctatccc 
agtctgatgt 
cctactatgg 
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24 61 gatggcccat gaggaggtca tttactacgt 
2521 gaactgcccc gtggagctgt acaatctcat 
2581 cagacccagt ttcaccagta ttcaccgaat 
2641 aactgtgagt gtctaaggtt gaagac 



gcgagatggc aacatcctct cctgccctga 
gcgtctatgt tggagcaagc tgcctgcaga 
tctggaacgc atgtgtgaga gggcagaggg 
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0 1 AF006464 Hom0 sapiens muscle PubMed, Protein, Related Sequences, Taxonomy, OMIM, LinkOut 

* specific tyrosine kinase 

receptor (MUSK) mRNA, 
complete cds 



LOCUS AF006464 2666 bp mRNA PRI 15-JUL-1997 

DEFINITION Homo sapiens muscle specific tyrosine kinase receptor (MUSK) mRNA, 

complete cds. 
ACCESSION AF006464 
VERSION AF0064 64.1 GI: 2253311 
KEYWORDS 

SOURCE . human. 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 

Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 2666) 

AUTHORS Valenzuela,D.M., Stitt,T.N., DiStefano, P. S. , Rojas,E., Mattsson,K., 

Compton,D.L., Nunez, L., Park, J. S. , Stark, J. L., Gies, D. R. , 

Thomas, S., LeBeau,M.M. , Fernald, A. A. , Copeland, N. G. , Jenkins, N. A. , 

Burden,S.J., Glass, D.J. and Yancopoulos,G.D. 
TITLE Receptor tyrosine kinase specific for the skeletal muscle lineage: 

expression in embryonic muscle, at the neuromuscular junction, and 

after injury 
JOURNAL Neuron 15 (3), 573-584 (1995) 
MEDLINE 96009854 
REFERENCE 2 (bases 1 to 2666) 

AUTHORS Valenzuela,D.M. , Rojas,E. and Yancopoulos, G. D. 
TITLE Direct Submission 

JOURNAL Submitted (30-MAY-1997) Discovery Group, Regeneron Pharmaceuticals, 
Inc., 777 Old Saw Mill River Rd., Tarrytown, NY 10591, USA 
FEATURES Location/Qualifiers 
source 1..2666 

/organism="Homo sapiens" 
/db_xref="taxon:9606" 
/ chr omos ome= " 9 " 
/map="9q31.3-32" 
gene 1..2666 

/gene="MUSK" 
CDS 47. .2656 

/gene="MUSK" 
/codon_start=l 

/product="muscle specific tyrosine kinase receptor" 
/pr ot ein_id= " AAB 63044.1 " 
/db_xref="GI: 2253312" 

/translation="MRELVNIPLVHILTLVAFSGTEKLPKAPVITTPLETVDALVEEV 
ATFMCAVESYPQPEISWTRNKILIKLFDTRYSIRENGQLLTILSVEDSDDGIYCCTAN 
NGVGGAVESCGALQVKMKPKITRPPINVKIIEGLKAVLPCTTMGNPKPSVSWIKGDSP 
LRENSRIAVLESGSLRIHNVQKEDAGQYRCVAKNSLGTAYSKWKLEVEVFARILRAP 
ESHNVTFGSFVTLHCTATGIPVPTITWIENGNAVSSGSIQESVKDRVIDSRLQLFITK 
PGLYTCIATNKHGEKFSTAKAAATISIAEWSKPQKDNKGYCAQYRGEVCNAVLAKDAL 
VFLNTSYADPEEAQELLVHTAWNELKWSPVCRPAAEALLCNHIFQECSPGWPTPIP 
ICREYCLAVKELFCAKEWLVMEEKTHRGLYRSEMHLLSVPECSKLPSMHWDPTACARL 
PHLDYNKENLKTFPPMTSSKPSVDIPNLPSSSSSSFSVSPTYSMTVIISIMSSFAIFV 



http://ww.n.../query.fc^^ 7/10/01 



'JTrRriSfiqiifinr.fi Vifiwrx 



LLTITTLYCCRRRKQWKNKKRESAAVTLTTLPSELLLDRLHPNPMYQRMPLLLNPKLL 

SLEYPRNNIEYVRDIGEGAFGRVFQARAPGLLPYEPFTMVAVKMLKEEASADMQADFQ 

REAALMAEFDNPNIVKLLGVCAVGKPMCLLFEYMAYGDLNEFLRSMSPHTVCSLSHSD 

LSMRAQVSSPGPPPLSCAEQLCIARQVAAGMAYLSERKFVHRDLATRNCLVGENMWK 

IADFGLSRNIYSADYYKANENDAIPIRWMPPESIFYNRYTTESDVWAYGWLWEIFSY 

GLQPYYGMAHEEVIYYVRDGNILSCPENCPVELYNLMRLCWSKLPADRPSFTSIHRIL 
ERMCERAEGTVSV" 

BASE COUNT 713 a 678 c 642 g 633 t 

ORIGIN 

1 tgcgttgtcc agaaggaact tcgtcctgcg tgagcctgga ttaatcatga gagagctcgt 
61 caacattcca ctggtacata ttcttactct ggttgccttc agcggaactg agaaacttcc 
121 aaaagctcct gtcatcacca ctcctcttga aacagtggat gccttagttg aagaagtggc 
181 tactttcatg tgtgcagtgg aatcctaccc ccagcctgag atttcctgga ctagaaataa 
241 aattctcatt aaactctttg acacccggta cagcatccgg gagaatgggc agctcctcac 
301 catcctgagt gtggaagaca gtgatgatgg catttactgc tgcacggcca acaatggtgt 
361 gggaggagct gtggagagtt gtggagccct gcaagtgaag atgaaaccta aaataactcg 
421 ccctcccata aatgtgaaaa taatagaggg attaaaagca gtcctaccat gtactacaat 
481 gggtaatccc aaaccatcag tgtcttggat aaagggagac agccctctca gggaaaattc 
541 ccgaattgca gttcttgaat ctgggagctt gaggattcat aacgtacaaa aggaagatgc 
601 aggacagtat cgatgtgtgg caaaaaacag cctcgggaca gcatattcca aagtggtgaa 
661 gctggaagtt gaggtttttg ccaggatcct gcgggctcct gaatcccaca atgtcacctt 
721 tggctccttt gtgaccctgc actgtacagc aacaggcatt cctgtcccca ccatcacctg 
781 gattgaaaac ggaaatgctg tttcttctgg gtccattcaa gagagtgtga aagaccgagt 
841 gattgactca agactgcagc tgtttatcac caagccagga ctctacacat gcatagctac 
901 caataagcat ggggagaagt tcagtactgc caaggctgca gccaccatca gcatagcaga 
961 atggagtaaa ccacagaaag ataacaaagg ctactgcgcc cagtacagag gggaggtgtg 
1021 taatgcagtc ctggcaaaag atgctcttgt ttttctcaac acctcctatg cggaccctga 
1081 ggaggcccaa gagctactgg tccacacggc ctggaatgaa ctgaaagtag tgagcccagt 
1141 ctgccggcca gctgctgagg ctttgttgtg taaccacatc ttccaggagt gcagtcctgg 
1201 agtagtgcct actcctattc ccatttgcag agagtactgc ttggcagtaa aggagctctt 
1261 ctgcgcaaaa gaatggctgg taatggaaga gaagacccac agaggactct acagatccga 
1321 gatgcatttg ctgtccgtgc cagaatgcag caagcttccc agcatgcatt gggaccccac 
1381 ggcctgtgcc agactgccac atctagatta taacaaagaa aacctaaaaa cattcccacc 
1441 aatgacgtcc tcaaagccaa gtgtggacat tccaaatctg ccttcctcct cctcttcttc 
1501 cttctctgtc tcacctacat actccatgac tgtaataatc tccatcatgt ccagctttgc 
1561 aatatttgtg cttcttacca taactactct ctattgctgc cgaagaagaa aacaatggaa 
1621 aaataagaaa agagaatcag cagcagtaac cctcaccaca ctgccttctg agctcttact 
1681 agatagactt catcccaacc ccatgtacca gaggatgccg ctccttctga accccaaatt 
1741 gctcagcctg gagtatccaa ggaataacat tgaatatgtg agagacatcg gagagggagc 
1801 gtttggaagg gtgtttcaag caagggcacc aggcttactt ccctatgaac ctttcactat 
1861 ggtggcagta aagatgctca aagaagaagc ctcggcagat atgcaagcgg actttcagag 
1921 ggaggcagcc ctcatggcag aatttgacaa ccctaacatt gtgaagctat taggagtgtg 
1981 tgctgtcggg aagccaatgt gcctgctctt tgaatacatg gcctatggtg acctcaatga 
2041 gttcctccgc agcatgtccc ctcacaccgt gtgcagcctc agtcacagtg acttgtctat 
2101 gagggctcag gtctccagcc ctgggccccc acccctctcc tgtgctgagc agctttgcat 
2161 tgccaggcag gtggcagctg gcatggctta cctctcagaa cgtaagtttg ttcaccgaga 
2221 tttagccacc aggaactgcc tggtgggcga gaacatggtg gtgaaaattg ccgactttgg 
2281 cctctccagg aacatctact cagcagacta ctacaaagct aatgaaaacg acgctatccc 
2341 tatccgttgg atgccaccag agtccatttt ttataaccgc tacactacag agtctgatgt 
2401 gtgggcctat ggcgtggtcc tctgggagat cttctcctat ggcctgcagc cctactatgg 
2461 gatggcccat gaggaggtca tttactacgt gcgagatggc aacatcctct cctgccctga 
2521 gaactgcccc gtggagctgt acaatctcat gcgtctatgt tggagcaagc tgcctgcaga 
2581 cagacccagt ttcaccagta ttcaccgaat tctggaacgc atgtgtgaga gggcagaggg 
2641 aactgtgagt gtctaaggtt gaagac 

// 
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LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



REFERENCE 
AUTHORS 



TITLE 



JOURNAL 
MEDLINE 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



CDS 



RNU34 985 2855 bp mRNA ROD 29-FEB-1996 

Rattus norvegicus muscle-specific tyrosine kinase receptor MuSK 
mRNA, complete cds. 
U34985 

U34985.1 GI:1015391 

Norway rat. 
Rattus norvegicus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Rodentia; Sciurognathi; Muridae; Murinae; 
Rattus. 

1 (bases 1 to 2855) 

Valenzuela, D.M., Stitt,T.N., DiStefano, P. S . , Rojas,E., Mattsson,K., 
Compton, D.L. , Nunez, L., Park, J. S., Stark,J.L., Gies, D. R. , 
Thomas, S., LeBeau,M.M., Fernald, A. A. , Copeland, N.G. , Jenkins, N. A. , 
Burden, S.J. , Glass, D.J. and Yancopoulos, G. D. 

Receptor tyrosine kinase specific for the skeletal muscle lineage: 
expression in embryonic muscle, at the neuromuscular junction, and 
after injury 

Neuron 15 (3), 573-584 (1995) 
96009854 

2 (bases 1 to 2855) 
Valenzuela, D.M. 
Direct Submission 

Submitted (28-AUG-1995) David M. 
Regeneron Pharmaceuticals Inc. 
Tarrytown, NY 10591, USA 

Location/Qualifiers 

1. .2855 

/organism="Rattus norvegicus" 
/db_xre f = " t axon : 1 0 1 1 6 " 
121. .2727 
/codon_start=l 

/product="muscle-specific tyrosine kinase receptor MuSK" 
/protein_id= " AAA90956.1 " 
/db_xref="GI: 1015392" 

/translation-"MRELVNIPLLQMLTLVAFSGTEKLPKAPVITTPLETVDALVEEV 
ATFMCAVESYPQPEISWTRNKILIKLFDTRYSIRENGQLLTILSVEDSDDGIYCCTAN 
NGVGGAVESCGALQVKMKPKITRPPINVKIIEGLKAVLPCTTMGNPKPSVSWIKGDSA 
LRENSRIAVLESGSLRIHNVQKEDAGQYRCVAKNSLGTAYSKLVKLEVEVFARILRAP 
ESHNVTFGSFVTLRCTAIGMPVPTISWIENGNAVSSGSIQENVKDRVIDSRLQLFITK 
PGLYTCIATNKHGEKFSTAKAAATVSIAEWSKSQKESKGYCAQYRGEVCDAVLVKDSL 
VFFNTSYPDPEEAQELLIHTAWNELKAVSPLCRPAAEALLCNHLFQECSPGVLPTPMP 
ICREYCLAVKELFCAKEWLAMEGKTHRGLYRSGMHFLPVPECSKLPSMHQDPTACTRL 
PYLDYKKENITTFPSITSSKPSVDIPNLPASTSSFAVSPAYSMTVIISIMSCFAVFAL 
LTITTLYCCRRRREWKNKKRESAAVTLTTLPSELLLDRLHPNPMYQRMPLLLNPKLLS 



Valenzuela, Discovery Group, 
777 Old Saw Mill River Rd., 



http://ww.n..Vquery.fcgrt^ 7/10/01 



LEYPRNNIEYVRDIGEGAFGRVFQARAPGLLPYEPFTMVAVKMLKEEASADMQADFQR 

EAALMAEFDNPNIVKLLGVCAVGKPMCLLFEYMAYGDLNEFLRSMSPHTVCSLSHSDL 

STRARVSSPGPPPLSCAEQLCIARQVAAGMAYLSERKFVHRDLATRNCLVGENMWKI 

ADFGLSRNIYSADYYKADGNDAIPIRWMPPESIFYNRYTTESDVWAYGWLWEIFSYG 

LQPYYGMAHEEVIYYVRDGNILACPENCPLELYNLMRLCWSKLPADRPSFCSIHRILO 
RMCERAEGT VG V " 

BASE COUNT 723 a 751 c 721 g 656 t 4 others 

ORIGIN 

1 caaacagtca ttagtggacg actctattgt aataaactgt gctttaaaat gtaaaccagg 
61 gagcgttttt tttcctcaca ttgtccagaa gcaacctttc ttcctgagcc tggattaatc 
121 atgagagagc tcgtcaacat tccactgtta cagatgctca ccctggttgc cttcagcggg 
181 accgagaaac ttccaaaagc ccctgtcatc accacgcctc ttgaaactgt agatgcctta 
241 gttgaagaag tggcgacttt catgtgcgcc gtggaatcct accctcagcc tgaaatttct 
301 tggaccagaa ataaaattct catcaagctg tttgacaccc gctacagcat ccgagagaac 
361 ggtcagctcc tcaccatcct gagtgtggag gacagtgatg atggcatcta ctgctgcaca 
421 gccaacaatg gagtgggagg agcggtggaa agttgtggcg ccctgcaagt gaagatgaag 
481 cctaaaataa ctcgtcctcc catcaatgta aaaataattg agggattgaa agcagtccta 
541 ccgtgcacta cgatgggtaa ccccaagcca tccgtgtcct ggattaaggg ggaeagtgct 
601 ctcagggaaa attccaggat tgcagttctt gaatctggga gtttaaggat ccataatgtg 
661 caaaaggaag acgcaggaca gtaccgatgt gtggcaaaaa acagcctggg cacagcttac 
721 tccaaactgg tgaagctgga agtggaggtt tttgcaagaa tcctgcgtgc tcctgaatcc 
781 cacaatgtca cctttggttc ctttgtaacc ctacgctgca cagcaatagg catgcctgtc 
841 cccaccatca gctggattga aaacggaaat gctgtttctt caggttccat tcaagagaat 
901 gtgaaagacc gagtgattga ctcaagactc cagctcttta tcacaaagcc aggactctac 
961 acatgcatag ctaccaataa gcatggagag aaattcagta ccgcaaaggc tgcagccact 
1021 gtcagtatag cagaatggag caaatcacag aaagaaagca aaggctactg tgcccagtac 
1081 agaggggagg tgtgtgatgc cgtcctggtg aaagactctc ttgtcttctt caacacctcc 
1141 tatcccgacc ctgaggaggc ccaagagctg ctgatccaca ctgcgtggaa tgaactcaag 
1201 gctgtgagcc cactctgccg accagctgcc gaggctctgc tgtgtaatca cctcttccag 
1261 gagtgcagcc ctggagtgct acctactcct atgcccattt gcagagagta ctgcttggca 
1321 gtaaaggagc tcttctgtgc aaaggaatgg ctggcaatgg aagggaagac ccaccgcgga 
1381 ctctacagat ccgggatgca tttcctcccg gtcccggagt gcagcaagct tcccagcatg 
1441 caccaggacc ccacagcctg cacaagactg ccgtatttag attataaaaa agaaaacata 
1501 acaacattcc cgtccataac gtcctccaag ccgagcgtgg acattccaaa cctgcctgcc 
1561 tccacgtctt ccttcgccgt ctcgcctgcg tactccatga ctgtcatcat ctccatcatg 
1621 tcctgctttg cggtgtttgc tctcctcacc atcactactc tctattgctg ccgaaggagg 
1681 agagagtgga aaaataagaa aagagagtcg gcagcggtga ccctcaccac attgccttcc 
1741 gagctcctgc tggacaggct gcatcccaac cccatgtacc agaggatgcc actccttctg 
1801 aatcccaagt tgctcagcct ggagtatccg aggaataaca tcgagtatgt cagagacatc 
1861 ggagagggag cgtttggaag ggtctttcaa gcgagggccc caggcttgct tccttatgaa 
1921 cccttcacta tggtggctgt gaagatgctg aaggaggagg cctccgcaga tatgcaggca 
1981 gactttcaga gggaggcagc cctcatggcg gagtttgaca accccaacat tgtgaagctc 
2041 ttaggtgtgt gtgctgttgg gaagccaatg tgcctgctct ttgaatatat ggcctatggt 
2101 gacctcaatg agttcctccg aagcatgtcc cctcacactg tgtgcagcct cagccacagt 
2161 gacctgtcca cgagggctcg ggtgtccagc cctggtcctc cacccctgtc ttgtgcggaa 
2221 cagctctgta ttgccaggca agtggcagct ggcatggcct acctgtcgga gcgcaagttt 
2281 gtccatcggg acttagctac caggaactgc ctggttggag agaacatggt ggtgaaaatt 
2341. gcagactttg gcctctctag gaacatctac tccgcagact actacaaagc tgatggaaac 
2401 gatgctatac ctatccgctg gatgccaccc gagtctatct tctacaaccg ctacaccacg 
2461 gagtcagatg tgtgggctta tggcgtggtc ctctgggaga tcttctccta tggactgcag 
2521 ccctactatg gaatggccca tgaggaggtc atttactatg tgagagatgg taacatcctt 
2581 gcctgccctg agaactgtcc cttggaactg tacaacctta tgcgcctatg ttggagcaag 
2641 ctgcctgcag acagacccag cttctgcagt atccaccgga tcctgcagcg catgtgcgag 
2701 agagcagagg gaacggtagg cgtctaaggt tgaccatgct caaacaacac ccaggaggat 
2761 cttttcagac tgcgagctgg agggatccta aagcagaggg cgnataagnn cagataggaa 
2821 gagtttatct caggcagcac gtncagttgg ttgtt 
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